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INTRODUCTION

In a previous review appearing in the Biological
Journal of the Linnean Society (Vaux, Trewick &
Morgan-Richards, 2016), we considered the usage
and meaning of the terms ‘anagenesis’ and ‘cladogen-
esis’. We observed that the meaning of these terms
has changed over time, and that modern usage is
highly varied across disciplines and also often
ambiguous. We concluded that the terms anagenesis
and cladogenesis were not needed to describe evolu-
tion or species classification, and that they poten-
tially hamper communication between disciplines.
For example, some studies define ‘anagenesis’ as evo-
lutionary change within a species (Johnson et al.,
2012; Hunt, 2013; Lister, 2013), whereas others con-
sider the term to be synonymous with gradualism
(Ricklefs, 2004; Theriot et al., 2006; Mattila &
Bokma, 2008; Pearson & Ezard, 2014). Variation in
usage between disciplines is obvious. For example,

many palaeontologists only recognize ‘anagenesis’
when morphospecies do not coexist temporally
(Gould, 2001; MacFadden et al., 2012); whereas it is
common for biogeographers to consider contemporary
but geographically isolated lineages as examples of
anagenetic speciation (Rosindell & Phillimore, 2011;
Pati~no et al., 2014; Valente, Etienne & Phillimore,
2014).

The mode of evolution may be anagenetic if the [first appear-

ance] of the descendant coincides with the [last appearance]

of the ancestor within the bounds of the dating precision.

(Strotz & Allen, 2013)

A common mode of speciation in ocean islands is by anagene-

sis, wherein an immigrant arrives and, through time, trans-

forms by mutation, recombination, and drift into a

morphologically and genetically distinct species. (L�opez-

Sep�ulveda et al., 2015)

In a response, Allmon (2016) agrees with much of
our review but promotes the treatment of species as
being biologically real (Allmon, 2016). This contrasts*Corresponding author. E-mail: f.vaux@massey.ac.nz
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